(Full spectrum counting report). Table S2   -Supplementary Table S3A & Resting fibroblasts were stimulated for 3 hours with injury conditioned medium (CM) supplemented with either 20ng/ml of IRAP (CM-IRAP) or 400nM IKK2 inhibitor TPCA (CM-TPCA). Control cells were kept in plain culture medium (CON) and additional controls were incubated with 400nM TPCA (CON-TPCA). Gene expression was measured by TaqMan qPCR. ACTB served as the housekeeping gene. n=3; ** p≥0.01, *** p≥0.001, ns: not significant; Anova with Fisher's LSD multiple comparison test. Resting cells were stimulated with injury conditioned medium which was previously treated either with HMGB1 antibodies (HMGB1Ab; 5µg/ml) to neutralize soluble extracellular HMGB1, or isotype control antibodies (IsoAb; 5µg/ml). 47 extracellular matrix proteins identified by proteomics in 3 intact (Control) and 3 injured T10 (injury epicentre) spinal cord segments, 8 weeks post contusion. Protein levels were estimated by spectral counting. Statistical analysis was performed using t-test and p values were corrected using the Benjamini-Hochberg false discovery rate estimation procedure (q) . Identified proteins are sorted alphabetically.
-Supplementary

Supplementary Figure S4
Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 Gnb2
